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SeqID NO 1: 

>Homo sapiens MANF2 cDNA 

atgtggtgcgcgagcccagttgctgtggtggccttttgcgccgggcttttggtctctcacccggtgctgacgcagggccaggaggc 

cggggggcggccaggggccgactgtgaagtatgtaaagaattcttgaaccgattctacaagtcactgatagacagaggagttaac 

ttttcgctggacactatagagaaagaattgatcagtttttgcttggacaccaaaggaaaagaaaaccgcctgtgctattatctaggag 

ccacaaaagacgcagccacaaagatcctaagtgaagtcactcgcccaatgagtgtgcatatgcctgcaatgaagatttgtgagaa 

gctgaagaagttggatagccagatctgtgagctgaaatatgaaaaaacactggacttggcatcagttgacctgcggaagatgaga 

gtggcagagctgaagcagatcctgcatagctggggggaggagtgcagggcctgtgcagaaaaaactgactatgtgaatctcattc 

aagagctggcccccaagtatgcagcgacacaccccaaaacagagctctga 

Seq ID NO 2: 

>Homo sapiens MANF2 protein 

MWCASPVAVVAFCAGLLVSHPVLTQGQEAGGRPGADCEVCKEFLNRFYKSLIDR 
GVNFSLDTIEKELISFCLDTKGKENRLCYYLGATKDAATKILSEVTRPMSVHMPAM 
KICEKLKKLDSQICELKYEKTLDLASVDLRKMRVAELKQILHSWGEECRACAEKT 
DYVNLIQELAPKYAATHPKTEL 

Seq ID NO 3: 

>Mus musculus MANF2 cDNA 

atgcggtgcatcagtccaactgctctggtgaccttttgcgccgggttttgtatctcgaaccctgtgctggcgcagggcctggaggcc 

ggtgtggggccgagggctgactgtgaagtatgtaaagaattcttagaccgattctacaactccctgctaagcagaggcatagacttt 

tctgcggacaccatagagaaagagctgctcaacttttgctcagatgccaaaggaaaagaaaaccgcctgtgctattatctgggggc 

caccacagatgcagccaccaagatcctaggagaagtcactcgtcccatgagtgtacacatacctgccgtgaagatttgtgagaag 

ctaaagaagatggacagccagatctgtgagctgaaatacgggaagaagctggacttggcgtcggtggacctgtggaagatgaga 

gtggcagagctaaagcagatccttcagagatggggggaagagtgcagggcatgtgcggagaaaagtgactacgtgaacctcatt 

agagagctggcccccaaatatgtagagatatacccccaaacggagctctga 

Seq ID NO 4: 

>Mus musculus MANF2 protein 

MRCISPTALVTFCAGFCISNPVLAQGLEAGVGPRADCEVCKEFLDRFYNSLLSRGI 
DFSADTIEKELLNFCSDAKGKENRLCYYLGATTDAATKILGEVTRPMSVHIPAVKI 
CEKLKJCMDSQICELKYGKKLDLASVDLWKMRVAELKQILQRWGEECRACAEKS 
DYVNLIRELAPKYVEIYPQTEL 
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Figure 15 



>Homo sapiens MANF2 protein 

* 

MWCASPVAVVAFCAGLLVSHPVLTQGQEAGGRPGADCEVCKEFLNRFYKSLID 

RGVNFSLDTIEKELISFCLDTKGKENRLCYYLGATKDAATKILSEVTRPMSVHMPA 

MKICEKLKKLDSQICELKYEKTLDLASVDLRKMRVAELKQILHSWGEECRACAEK 
TDYVNLIQELAPKYAATHPKTEL 



